Among the wide range of compounds tested for medicinal properties, the compounds having the benzenesulfonamide unit that is grafted to pyrazoles, a class of chemotherapeutically active heterocycles, are expected to exhibit enhanced activity.
In the title compound, C 18 H 17 N 3 O 2 S, the aromatic ring bearing the sulfamide unit is aligned at 61.65 (1) with respect to the pyrrole ring; its amino group forms N-HÁ Á ÁN and N-HÁ Á ÁO hydrogen bonds to neighboring molecules, generating sheets in the ac plane.
Related literature
For the crystal structure of a pyrrole synthesized using 2acetyltetralone as a reactant, see: Portilla et al. (2007) . H atoms treated by a mixture of independent and constrained refinement Á max = 0.70 e Å À3 Á min = À0.65 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: CrysAlis PRO (Agilent, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: X-SEED (Barbour, 2001); software used to prepare material for publication: publCIF (Westrip, 2010).
Experimental
The ketone, 2-acetyl-tetralone, condenses with a variety of primary amines such as 5-amino-3-methyl-1H-pyrazole and 5-amino-3-tert-butyl-1H-pyrazole (Portilla et al., 2007) . However, with 4-hydrazinobenzenesulfamide, the ketone yields a conventional Schiff base that cyclizes to form a pyrazole in a one-pot synthesis. In C 18 H 17 N 3 O 2 S (Scheme I), the benzene and pyrrole rings that are fused to a central cyclohexadiene ring are somewhat twisted owing to the -CH 2 CH 2 -fragment of the cyclohexadiene ring (dihedral angle between benzene and pyrrole rings is 17.3 (2) °. The benzene ring bearing the sulfamide unit is aligned at 61.6 (1) ° with respect to the pyrrole ring; its amino group is hydrogen-bond donor to the acceptor sites of neighboring molecules to generating sheets in the ac-plane (Table 1) .
Experimental 2-Acetyl-1-tetralone (1.88 g, 10 mmol) in ethanol (50 ml) condensed with 4-hydrazinobenzenesulfonamide hydrochloride (2.2 g,10 mmol) by heating the reactants for 2 h. The mixture was allowed to cool, and the solid material was collected and recrystallized from ethanol.
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H 0.95 to 0.99 Å, U iso (H) 1.2-1.5U eq (C)] and were included in the refinement in the riding model approximation. The amino H atoms were located in a difference Fourier, and were refined isotropically with a distance restraint of N-H 0.88±0.01 Å.
As the two oxygen atoms showed somewhat elongated ellipsoids, their anisotropic temperature factors were restrained to be nearly isotropic. Geometric parameters (Å, °) S1-O1 1.431 (3) C7-C8 1.521 (4) S1-O2 1.437 (4) C8-C9 1.528 (5) S1-N1 1.582 (3) C8-H8A 0.9900 S1-C16 1.778 (3) C8-H8B 0.9900 N1-H1 0.882 (11) C9-C10 1.502 (4) N1-H2 0.880 (11) C9-H9A 0.9900 N2-N3 1.373 (4) C9-H9B 0.9900 N2-C1 1.372 (4) C10-C11 1.402 (5) N2-C13 1.428 (4) C11-C12 1.503 (5) N3-C11 1.334 (5) C12-H12A 0.9800 C1-C10 1.377 (4) C12-H12B 0.9800 C1-C2 1.463 (4) C12-H12C 0.9800 C2-C7 1.413 (4) C13-C14 1.377 (5) C2-C3 1.398 (4) C13-C18 1.381 (4) C3-C4 1.385 (4) C14-C15 1.387 (5) C3-H3 0.9500 C14-H14 0.9500 C4-C5 1.385 (5) C15-C16 1.395 (5) C4-H4 0.9500 C15-H15 0.9500 C5-C6 1.392 (5) C16-C17 1.367 (5) C5-H5 0.9500 C17-C18 1.382 (4) C6-C7 1.390 (4) C17-H17 0.9500 C6-H6 0.9500 C18-H18 0.9500 O1-S1-O2 121.6 (3) C9-C8-H8B 108.8 O1-S1-N1 107.85 (18) H8A-C8-H8B 107.7 O2-S1-N1 104.8 (2) C10-C9-C8 108.2 (2) 
